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3 <110> APPLICANT: CHANG, Donald C 

4 LUO, Qian 

6 <120> TITLE OF INVENTION: Modified Fluorescent Proteins . 
8 <130> FILE REFERENCE: M99/0321/US . POf^PW j 

C--> 10 <140> CURRENT APPLICATION NUMBER: US/09/551,380 HOB^ MaQCi®^ 

C--> 11 <141> CURRENT FILING DATE: 2000-04-18 ^ -4 n\SK©^® 

13 <160> NUMBER OF SEQ ID NOS : 32 OnffSCt® 
15 <170> SOFTWARE: Patentln Ver. 2.1 U° U 

17 <210> SEQ ID NO: 1 

18 <211> LENGTH: 39 

19 <212> TYPE: DNA 

20 <213> ORGANISM: Artificial Sequence 

22 <220> FEATURE: 

23 <223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer 

25 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (3).. (38) 

29 <400> SEQUENCE: 1 

30 ct cca att ggc gat gaa gtc gac ggc cct gtc ctt tta c 39 

31 Pro lie Gly Asp Glu Val Asp Gly Pro Val Leu Leu 

32 1 5 10 

35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 12 

37 <212> TYPE: PRT 

38.<213> ORGANISM: Artificial Sequence 

JSTk.223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer 
W-->V^ <220> FEATURE: 

41 <4 00> SEQUENCE: 2 

42 Pro lie Gly Asp Glu Val Asp Gly Pro Val Leu Leu 

43 1 5 10 

47 <210> SEQ ID NO: 3 

48 <211> LENGTH: 39 

49 <212> TYPE: DNA 

50 <213> ORGANISM: Artificial Sequence 

52 <220> FEATURE: 

53 <223> OTHER INFORMATION: Description of Artificial Sequence: PCR primer 

55 <400> SEQUENCE: 3 

56 gtaaaaggac agggccgtcg acttcatcgc caattggag 39 

59 <210> SEQ ID NO: 4 

60 <211> LENGTH: 4 

61 <212> TYPE: PRT 

62 <213> ORGANISM: Homo sapiens 

64 <400> SEQUENCE: 4 

65 Asp Glu Val Asp 

66 1 

69 <210> SEQ ID NO: 5 

70 <211> LENGTH: 720 
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71 <212> TYPE: DNA 

72 <213> ORGANISM: Artificial Sequence 

74 <220> FEATURE: 

75 <221> NAME/KEY: CDS 

76 <222> LOCATION: (1)..<.714) 

78 <220> FEATURE: 

79 <223> OTHER INFORMATION : Description of Artificial Sequence: Possible 

80 - cleavage site 



82 


<400> SEQUENCE: 
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136 Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Phe Val 
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Lys 


Phe 


Ser 


Val 


Ser 


Gly 


Glu 


156 








20 










25 










30 






158 


Gly 


Glu 


Gly 


Asp 


Ala 


Thr 


Tyr 


Gly 


Lys 


Leu 


Thr 


Leu 
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<210> SEQ ID NO: 


: 7 
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<211> LENGTH: 4 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Homo sapiens 
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209 



<210> SEQ ID NO: 8 



210 <211> LENGTH: 4 

211 <212> TYPE: PRT 

212 <213> ORGANISM: Artificial Sequence 

214 <220> FEATURE: 

215 <223> OTHER INFORMATION: Description of Artificial Sequence: Caspase 

216 cleavage site 

218 <400> SEQUENCE: 8 

219 Asp Glu His Asp 

220 1 

223 <210> SEQ ID NO: 9 

224 <211> LENGTH: 4 

225 <212> TYPE: PRT 

226 <213> ORGANISM: Artificial Sequence 

228 <220> FEATURE: 

229 <223> OTHER INFORMATION : Description of Artificial Sequence: Possible 

230 cleavage site 
232 <400> SEQUENCE: 9 

2 33 Trp Glu His Asp 
234 1 

237 <210> SEQ ID NO: 10 

238 <211> LENGTH: 4 

239 <212> TYPE: PRT 

240 <213> ORGANISM: Artificial Sequence 
24 2 <220> FEATURE: 

243 <223> OTHER INFORMATION: Description of Artificial Sequence: Caspase 

244 cleavage site 

246 <400> SEQUENCE: 10 

247 Leu Glu His Asp 

248 1 

251 <210> SEQ ID NO: 11 
2 52 <211> LENGTH: 4 

253 <212> TYPE: PRT 

254 <213> ORGANISM: Homo sapiens 

256 <400> SEQUENCE: 11 

257 Val Glu He Asp 

258 1 

261 <210> SEQ ID NO: 12 

262 <211> LENGTH: 4 

263 <212> TYPE: PRT 

264 <213> ORGANISM: Artificial Sequence 

266 <220> FEATURE: 

267 <223> OTHER INFORMATION: Description of Artificial Sequence: Caspase 

268 cleavage site 

270 <400> SEQUENCE: 12 

271 Leu Glu Thr Asp 

272 1 

275 <210> SEQ ID NO: 13 

276 <211> LENGTH: 4 
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277 <212> TYPE: PRT 

278 <213> ORGANISM: Artificial Sequence 

280 <220> FEATURE: 

281 <223> OTHER INFORMATION: Description of Artificial Sequence: Caspase 



284 <400> SEQUENCE: 13 

285 Leu Glu His Asp 

286 1 

289 <210> SEQ ID NO: 14 

290 <211> LENGTH: 3 

291 <212> TYPE: PRT 

292 <213> ORGANISM: Artificial Sequence 

294 <220> FEATURE: 

295 <223> OTHER INFORMATION: Description of Artificial Sequence: Possible 

296 cleavage site 

298 <400> SEQUENCE: 14 

299 Glu Val Asp 

300 1 

303 <210> SEQ ID NO: 15 

304 <211> LENGTH: 3 

305 <212> TYPE: PRT 

306 <213> ORGANISM: Artificial Sequence 

308 <220> FEATURE : 

309 <223> OTHER INFORMATION: Description of Artificial Sequence: Possible 

310 cleavage site 

312 <400> SEQUENCE: 15 

313 Asp Glu Val 

314 1 

317 <210> SEQ ID NO: 16 

318 <211> LENGTH: 4 

319 <212> TYPE: PRT 

320 <213> ORGANISM: Artificial Sequence 

322 <220> FEATURE: 

323 <223> OTHER INFORMATION: Description of Artificial Sequence: Possible 

324 cleavage site 

326 <400> SEQUENCE: 16 

327 Asp Glu Asp Asp 

328 1 

331 <210> SEQ ID NO: 17 

332 <211> LENGTH: 5 

333 <212> TYPE: PRT 

3 34 <213> ORGANISM: Artificial Sequence 

336 <220> FEATURE: 

337 <223> OTHER INFORMATION: Description of Artificial Sequence: Possible 

338 cleavage site 

340 <400> SEQUENCE: 17 

341 Asp Glu Val Asp Gly 

342 1 5 
345 <210> SEQ ID NO: 18 



282 



cleavage site 



file://C:\Crf3\Outhold\VsrI55 1 380.htm 



5/4/00 



VERIFICATION SUMMARY DATE; 05/04/2000 

PATENT APPLICATION: US/09/551,380 TIME: 16:32:02 



Input Set : A:\1990321.app 

Output Set: N:\CRF3\05042000\l551380.raw 

L:10 M:270 C: Current Application Number differs, Replaced Application Number 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:41 M:258 W: Mandatory Feature missing, <220> FEATURE : 
L:151 M:258 W: Mandatory Feature missing, <220> FEATURE: 



fi1e://C:\Crf3\Outhold\VsrI55 1 380.htm 



